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PairedSample SUBJECT VARIANTS (Extensions)
subjectl : xref
labell : OntologyTerm
__Isubject2 : xref a —
label2 : OntologyTerm ther *
ct2 0.1
V Individual
Sample individual | Strain : xref Strain Strain (RO
— 0.1
Individual : xref Mother : xref Type : [Natural,RI,RCC,CSS,..]
Tissue : string O Father : xref = FounderStrains : xref
‘ Sex : [male,female,unknown,malefemale]
[
J7 DATA (Core) INVESTIGATION (Core)
Subject Investigation* Protocol*
Species : OntologyTerm ID : autoid ID : autoid
Name : string Name : string
Start : DateTime ProtocolText : text
End : DateTime
Providers : mref
Investigation Ifvestigation
Investigation i
-InputData i ian*
DimensionElement* Data* N ProtocolApplication
ID : autoid ID : autoid N :Evzezgt(:gon - xref
Investigation : xref Investigation : xref * g o Protocol
Type : Item.Type Name : string Naf“_e - string .
- ' activityDate : DateTime
Name : string * -Oultpu(Dat | D . i
To— nputData : mre
. |OutputData : mref
DataElement Protocol : xref
Row
ID : autoid
DataSet : xref
Column\ | Column : xref
Row : xref
Value : object
Trait
MeasuresTrait 0.1
\ \ I |
Gene Protein Metabolite Phenotype ProtocolElement
Control : bool Gene : xref Mass : decimal unit : OntologyTerm Protocol : xref Protocol
Sequence : text Formula : string MeasuresTrait : xref
Mass : decimal Structure : string 4 0.1
0.1 Gene | | | |
Marker Probe ProbeSet MassPeak

Locus

Alleles : string

D

Species : OntologyTerm
Chromosome : varchar(5)
BPstart : decimal

BPend : decimal
BPScope : [local,global]
cMPosition : decimal
Sequence : text

MisMatch : bool
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Spot

Y :int
X :int
GridX :int
GridY :int

mz : decimal

RetentionTime : decimal

TRAIT VARIANTS (Extensions)



